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Hi DiNAs and welcome to the latest in a series of weekly blogs about things DNA while we 
are in lockdown. 

A Weekend of WATO Webinars 

Last weekend Christine Woodlands, a DNA convenor from the Society of Australian 
Genealogists in Sydney, gave us a presentation on Jonny Perl’s DNA Painter and other tools.  
Let’s get one thing straight, as those who were there realised, these DNA tools are hard to 
get our heads around.  They deal with probability (although the maths behind this is done 
for us) and concepts that don’t readily connect with much of what we call “traditional” 
genealogy. 

But understanding how to use DNAPainter, the Shared cM Project and What Are The 
Odds (WATO) can provide us with a whole new level of understanding and methods for 
breaking down our brick walls.  So, briefly what is WATO?  According to Christine, it’s a “tool 
to use the shared cM from multiple matches to test out hypotheses”.  

Our DNA test results – especially on Ancestry – show tens of thousands of matches.  
Some of them we recognise as to where they fit into our tree, others may take us a bit more 
work to find those common ancestors while a third group may leave us scratching our 
collective heads over how “S.J.” is related and where. 

The best thing that we can do is to register for a free WATO account and play around 
with it.  I found that the simplest way is to look at one of my ThruLines hints and use it as 
the common ancestor.  I then add my DNA hints off that ancestor and try to work out how 
they all fit.  Sometimes it is relatively simple, other times just impossible; yet every attempt 
brings me closer to understanding how WATO can help me. 

QUESTION:  While we are in lockdown, should we have more DNA webinars like this with 
guest speakers; or is Zoom too difficult to use; or are the times wrong?  Your 
comments would be appreciated. 

Further reading and information 

Blogs: DNAPainter – Christine Woodlands: mapping my paternal grandmother’s 
DNA 
Veronica Williams – Society of Australian Genealogists: reuniting the Britton 
family ancestor 
Veronica Williams – Society of Australian Genealogists: Which Noll is it? 
DNAPainter Help page: Assigning Segments To Your Ancestors 
DNAPainter: Painting your DNA with inferred matches 
DNAPainter: Cluster Auto Paint – unravel your DNA test results 
DNAPainter: Cluster Auto Paint – annotating a cluster  
 

Video:  Jarrett Ross, The GeneaVlogger: What Are the Odds (WATO) - Genealogy 
Tutorial 

 Maurice Gleeson:  Tools for effective use of your DNA 

Links:  Stephen Sampson on DNAPainter 
  Stephen Sampson on WATO trees (paternal) 
  Stephen Sampson on WATO trees (maternal) 

https://gersbachaustralia.blogspot.com/2020/05/how-dna-is-helping-me-uncover-my.html
https://gersbachaustralia.blogspot.com/2020/05/how-dna-is-helping-me-uncover-my.html
https://genemonkey25.wordpress.com/2020/06/25/reuniting-the-britton-family-ancestor-7-our-unnamed-britton-patriarch/
https://genemonkey25.wordpress.com/2020/06/25/reuniting-the-britton-family-ancestor-7-our-unnamed-britton-patriarch/
https://genemonkey25.wordpress.com/2018/01/10/which-noll-is-it-52-ancestors-4/
https://dnapainter.com/help/segments
https://dnapainter.com/blog/painting-your-dna-with-inferred-matches/
https://blog.dnapainter.com/blog/cluster-auto-painter-unravel-your-dna-test-results/
https://blog.dnapainter.com/blog/annotating-a-cluster-auto-painter-chromosome-map/
https://www.youtube.com/watch?v=ppQfwZHHqNk
https://www.youtube.com/watch?v=ppQfwZHHqNk
https://www.youtube.com/watch?v=ofyLyspqHVU
https://dnapainter.com/example
https://dnapainter.com/tools/probability/view/dc44525b972d997b
https://dnapainter.com/tools/probability/view/cacfc6b727bc718f
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Ancestry dissention 

There are a number of dissenting voices – Roberta Estes being one – about removing our 
DNA matches that are less than 8cM from AncestryDNA.  But despite this angst, Ancestry 
has shown time and again that it is not prepared to listen to its user base. Most of their 
decisions are solely about business and, according to bloggers like Roberta, this is more to 
do with finding cheap and easy ways of reducing the size of their database to enable it to 
operate faster than any principles that low cM matches can be false matches. 

Starting in August, Ancestry says that they are removing them because many show that 
they are identical by chance rather than identical by descent – and our low matches will 
disappear UNLESS before next month, you give them a star or a coloured button, or have a 
note or a message attached.  Ancestry has promised to keep those low matches that are so 
marked. 

Members’ Tips & Tricks 

This is an area for you to tell us something that you have discovered – a 
tip, a hint, a suggestion, some advice or recommendation that has helped 
you and that you would like to pass on to our members.  Email your MT2s to 
me. 

This MT2 is one I’ve been using recently and is especially helpful as a way of hanging on to 
our smaller cM matches. 

Each week or so I visit my AncestryDNA match list with the 
intention of discovering “Unviewed” matches and link them 
to those with “Common ancestors” by clicking on the two 
links (below) shown at the top of our match list.  

My new list will look like this: 

The blue dots to the left indicate that these have not been 
looked at and each, allegedly, shares a common ancestor 
with me. 

It is now a simple matter of taking each match in turn, 
locating the common ancestor and then checking to ensure 
that there is enough evidence to show that the CA is correct.  
It is usually a simple matter to then add that link to my tree 
and tag the match as a “DNA Match” using Ancestry’s 
MyTreeTags.  I also DNA tag each link back to the common 
ancestor. 
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Finally, I give a coloured dot to the match e.g. paternal or 
maternal line; and check to see if we have any shared 
matches.  Should this be the case then I will give them the 
same coloured dot so I can later explore how they fit into my 
tree. 


