DNA Support Group Newsletter # 40

Hello thereDiNAs,
Our OctoberDNASupportgroup meetingvasheld using Zoonon Monday 28 October.

@ al Every couple years they futz with some DNA, bring me
[lback to life, put me on display, and everyone loves me.
Then you break loose, eat a couple tourists, and all of

a sudden you're the bad guy again.”

Belowis anoutline of the topics weovered.
LastMeetingQ &opics

1 OurFacebook Page

T Ancestry’s timber algorithm,;
1 Looking aGEDmatcfTier 1 tools

1 Date ofNovember2020 Meeting.

Our group has a closed (privatedceboolpresence so it can only be accessed by us.
We find it the easiest way of offering items from the DNA world to each other. One of
the great benefits is that anyone in the group can post articles of interest or ask or
answer questions.

If you are on Facebook and wish to join us, then simply make a request doine

page It is a private place to ask questions as well as to read about the latest happenings
in DNA genealogyhis newsletter will start as usual by discussing items from our
Facebook page and include some links you may find useful.

OurFacebook Pag&romSeptembe8”

1 LegacyTree.com provided us with an article titil8docking Ethnicity Estimate
Leads to LiféAltering Discovery

1 Again o from LegacyTree awebinar Advanced DNA Techniques: Deductive —

5]
Chromosome Mapping. Unfortunately, this webinar is now behind a paywall, but fgo
if you have a subscrtijon you can view ihere.


https://www.facebook.com/groups/242175172819966/
https://www.facebook.com/groups/242175172819966/
https://www.facebook.com/groups/242175172819966/
https://l.facebook.com/l.php?u=https%3A%2F%2Fwww.legacytree.com%2Fblog%2Fshocking-ethnicity-estimate%3Ffbclid%3DIwAR1V12u7pq_lk6b-T2n3ReO_j0mzKc2fFJVDJWTWHBuuHTTnPxd7oGclnC8&h=AT0ctAFfDdefRe0AU9pvOuMyZoWhE7HqGgmdER8sIqf4RraWQU4aO1tipi5xAZ3XV_QaH3APWBBUyg5gq7JZqsvC0iJZ4xbnTnMmax_fU94ZbBKIaboJGiEj5fD8x0nJ-GK-F_WYrs9FjL4SCnv9&__tn__=%2CmH-R&c%5b0%5d=AT36DYftxR4DVo4gr8eWms74hcWDvq2MG80GDZl4Xx2O7iruJ8rF8DeAcXMSVO8MlvdWFTy0RfruZJ-DBz_zi2R6Yp8TCF6wK67kzBQN4Vp9LcNV_llkSl7aUpZZDgvKiFdOQO7Sf3HtaX9IKjX0z2qkfltpsQMNHy73SUPBSR46ZWgGyAGTiUCF5FSw8UwfJkCTB8eGHgyHZKrlFA
https://l.facebook.com/l.php?u=https%3A%2F%2Fwww.legacytree.com%2Fblog%2Fshocking-ethnicity-estimate%3Ffbclid%3DIwAR1V12u7pq_lk6b-T2n3ReO_j0mzKc2fFJVDJWTWHBuuHTTnPxd7oGclnC8&h=AT0ctAFfDdefRe0AU9pvOuMyZoWhE7HqGgmdER8sIqf4RraWQU4aO1tipi5xAZ3XV_QaH3APWBBUyg5gq7JZqsvC0iJZ4xbnTnMmax_fU94ZbBKIaboJGiEj5fD8x0nJ-GK-F_WYrs9FjL4SCnv9&__tn__=%2CmH-R&c%5b0%5d=AT36DYftxR4DVo4gr8eWms74hcWDvq2MG80GDZl4Xx2O7iruJ8rF8DeAcXMSVO8MlvdWFTy0RfruZJ-DBz_zi2R6Yp8TCF6wK67kzBQN4Vp9LcNV_llkSl7aUpZZDgvKiFdOQO7Sf3HtaX9IKjX0z2qkfltpsQMNHy73SUPBSR46ZWgGyAGTiUCF5FSw8UwfJkCTB8eGHgyHZKrlFA
https://familytreewebinars.com/download.php?webinar_id=1233
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1 A free and interesting list of monthly happening®NA & Genealogy eNews

from Louise Coakl ey DNA3ewsiargl tipdates frommhe i t s h
last couple of weeks

1 Pauline Every submitted an article from YouTube caly Women are Stripey
or what women and calico cats have in common.

1 For the last two months we have discussed GEDmatour Zoom meetingand
soa SmithPlanet article callddenetic Genealoqgy using GEDmasch must read.

2

L
T1ess

—— b M

Written by Jared Smt h and touted as “An Absol ute
guides us througharious GEDmatdopicsincludinghow to use thé tools.

9 Stillavailableon line isan hourlongBlaine Bettingemterviewwith Brian Sheffey
and Donya Williams déenealogy Advdures. Thediscussiortoverstopics such
asresearchusinggenetic genealogyalse positive matcheandthe recent
changes Ancestry made to its DNA matching threshold.

9 Finally acouple of good news stories fromMyHeritageand the USA ABCNews
1y OSaiNEQa ¢ 8 RJ 1 £t 32NRAGKY
According toAncestry

“If two people have identical DNA, it doesn't necessarily mean
that they inherited it from a recent shared ancestor. Pieces of
DNA could be identical between two people because they are of
the same ethnicity or populatiog meaningthat they share DNA
that they inherited from a distant ancestor.

At AncestryDNA, we asan algorithm called Timber as a filtering
step. Its basic idea is that if two people appear to have identical
DNA at a particular place in the genome, but they also appear to
have identical DNA with thousands of other people at that
particular place, the the shared DNA between the two people
was probably inhetgéd from more distant ancest(s):
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https://mailchi.mp/046d105aafef/dna-enews-from-genie1-9oct2020?fbclid=IwAR0deUE-7aFPVpNQwwwWmXuHiHQhSQxudeIE9-9R476lj6S0m4A8ngaUGgg
https://www.youtube.com/watch?v=BD6h-wDj7bw&fbclid=IwAR1fQIvworoKdPtX8t02YcxNoe_CNo83o6c4isqSsepvR5n-4IxaKoPisho&app=desktop
https://smithplanet.com/stuff/gedmatch.htm?fbclid=IwAR2iO2ZEdrwM12alNp0SlUoe2KbNjiIokfIj7nTFcLPKATYbY6fDsGeikm4
https://www.facebook.com/genealogyadventuresusa/videos/1241075242923258
https://www.facebook.com/myheritage/videos/779286329300083/
https://abcnews.go.com/US/dna-test-accidentally-unlocks-family-mystery-abc-news/story?id=56567642&fbclid=IwAR3HQj8RL7Za7Iz8C6LUlpEPUQIEIyzZ2DgOIvGv8GUSmhNUV9KOtT_qAjc
https://www.ancestry.com/corporate/blog/filtering-dna-matches-at-ancestrydna-with-timber/
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In essence, timbestrying to identify the difference between Identical by State (IBS)
and ldentical by Descent (IBD3.o what ' s t he di fhdiBDPence bet wi

Identical by Statemeans that our match could be shown to be a
coincidence and not a trugeneticmatch at all. Often small

segmentgalso known agile-ups) are shared by many people due to

their location. As an examplaf hundreds of years aggour ancestors

I|ved in a particular area that suffered from a disease such as the

blague, those who developed a genetic resistance and survived would

ite likely match on a specific chromosome segmentsegments)

which would in turn be passed on todin offspring.l t doesn’t mean that
share these segments they necessarily share a common ancestor eramat least not

within a genealoglcally recognised time frame.

Identical by Descentecognises thalarger segments- usually
above 45 cM-probablyindicateatrue genetic match.

So what Ancestry does is to strip away IBS matches by
chopping down all t he DNA segmen
common ancestor with your DNA matchimber adjusts for
populatlonlevelsegments Any match that is greater than 90cM is NOT affected by
timber, but nowAncestry lets usee more information on our smaller matches that
somemight look to be confusing.

Below 90 cM cuboff
In the followingreatlife example, the full amount ainweightedsharedDNA was 89cM

Shared DN
Unwe,

69 cm 3
c
Vor 8hted sharedDNA 235G S€8Mments
geStSE‘gment 21 cym @

which fell below the 90 cM cwff threshold. As you can see the timber algorithm has

reduced the total amount by 20 cM because it estimates that this is the amount of IBS.
Ancestry has alsmformed usthat we match each otheover a total of6 segnentsand

that the largest of these segments is a reasonadiked 21 cMAncestry stil | d
us which chromosome)she 6 segments fall oyor where on the chromosome(s) they

reside.

So what differenceouldit make to

our relationships? Sometimes the
reduction in cMcould push the range
26% 3C HafZCIR 2C2R Haf1C3R back another generation or even two.
17% Half2C 2C1R Half 1C2R 1C3R According to theShared Match
Project at 69 cM most of our
relationships are around®cousns.

Relationship probabilities (based on stats from The DNA Geek)

340/0 Half 3C 3C1R Half 2C2R 2C3R 69cM

17% 4C Half 3C1R 3C2R
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https://cruwys.blogspot.com/2018/01/small-segments-and-pile-ups.html#:~:text=A%20pile%2Dup%20is%20a,considered%20as%20a%20warning%20sign.
https://dnapainter.com/tools/sharedcmv4
https://dnapainter.com/tools/sharedcmv4
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If you look at the original or unweighted amount of 89 cM this figure changes to being
mainly 29 cousins. By using
their algorithm on this size
31% Half2C 2C1R Half 1C2R 1C3R  ggaM match, timber has in effect
forced us toregard2xg
grandparents as the most
recent common ancestors.

Relationship probabilities (based on stats from The DNA Geek)

30% 3C Half2C1IR 2C2R Half 1C3R

25%, Half3C 3C1R Half2C2R 2C3R

Above 90cM cubff

my matches that is above 90
cM. Asyou can see the
unweighted shared DNA is
unchanged. As with the
above example Ancestry
also informs me that we
share 5 segments and that the Iongest of those segments is 37TbEke figures

Shared DNA: 95 cM across 5 S€g
unweighted shared DNA: 95 <M

This exampldooks at one of
ments ‘
Longest segment 37cM

Relationship probabilities (based on stats from The DNA Geek)

359, Half2C 2C1R Half 1C2R 1C3R
30% 3C Half2C1R 2C2R Half 1C3R

229, Half3C 3CIR Half 2C2R 2C3R

suggest that our common ancestors are probably at great graredy level.
GEDmatch Tier 1 Tools

In thefirst of a 2part seriesl visited GEDmatch and looked at the free offerings for that
site. In this second partdpoke abouthe subscriptionGEDmatcHier 1 tools After

logging in to my GEDmatch account, s to join Tied for one month fol3US10.Tier

1 tools are purchased using PayPal and at the time dohange rate equated to about
$AU15. A receiptand a messageere sent to my email address.
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Email from GEDmatch

O Thank you for your support of GEDmatch. Your purchase of
Tier 1 membership is important in keeping basic
genealogical research tools free and improving.

O Tier 1 offers programs that take considerable computer

resources and would not be available were it not for
memberships such as you have purchased. We also intend
to add additional tools to this section in the future. Your
Tierl access begins now and will remain in effect for the
number of months equal to the total donations divided by

$10. A reminder of its termination date appears in the "Your
Log-in Profile" box on your GEDmatch home page.

Below | have listed the variou$ier 1 tools— mostof these tools have videaw notes
that explain their functon.

1. OneToMany DNA ComparisdBeta)
9 Tier 1 One To Many Comparison extra tools

1. OneToMany DNA Comparison
1 How to use One To Many Comparigéree Tools)

2. Q-Matching OneTo-One

1 Qs a statistical term thatwon't be goinginto detail about except to
say that a Qalue is sstatisticalp-value that has been adjusted for the
False Discovery RatEDR). The False Discovery Rate ipthportion
of false positives you can expect to get from a test.

T I'n September 2018 GEmMDantad ftih+ogoiret o mal u c
comparison tool to help reduce the number of false positives that one
gets in the Genesis ProjecYou can find out more abou®-matching
here.

3. Segment Search
9 This utility allows you to find other kits with matching chromosome
segments. Avideo is availabléere.
4. Phasing
1 If you have one of your pareistkits onGEDnatch, this tool lets you
generatephaseddata files—telling uswhichmatches are paternal and
which are maternal Aslwas unable to test my parentscannot use
this tool. Roberta Estes has a blog post that describes howteate a
PhasedParentalKit at GEDmatch

5. Triangulation
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https://www.youtube.com/watch?v=FhWY8TWuzDE&feature=youtu.be
https://www.youtube.com/watch?v=DbGF7bdouE0&feature=youtu.be
https://www.gedmatch.com/Qinstructions.html
https://www.youtube.com/watch?v=EGlyuoHRnsA
https://dna-explained.com/2016/05/18/creating-a-phased-parental-kit-at-gedmatch/
https://dna-explained.com/2016/05/18/creating-a-phased-parental-kit-at-gedmatch/
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1 This utility finds people who match you with your top close matches as
shown in the ondo-many results and belovwhe upper threshold limit
that you specify. It then compares those matches against each other.
Results can be sorted by chromosome and position, or by kit number,
chromosome and positioand then displayed in tabular and graphical
format for each matchingegment larger than 7 cM.

1 AndyLee has a video callgdow to Triangulate Your DNA Matches
Using GEDmatchA Segment of DNA

6. Multiple Kit Analysis (MKA)

1 Is theGEDmatch Multiple Kit Analysisnfusing?Andy Lee has made a
videodiscussingchromosomeand Segment anadysand how it saves
time and improve your genetic genealogy research. Discover why
Andy says this tool is worth the $10 a month.

7. Lazarus

1 The Lazarus program generates 'psed¥A kits' based on segments
in common with your matches. These 'pseddbA kits' can then be
used as a surrogate for a common ancestor in other tests on this site.

1 And once againAndy Lee provides us with a videdhe Lazarus Tool:
How to Bring DNA Back from the Dead

8. My Evil Twin
9 This is a tool that let us know which segments of dDNAwere not
passed down from our parentdt still represents DNA from the child's
ancestors, but the child did not inherit that DNZAo generate this you
will need a kit for at least one parentatch Andy Lee's videohere.
9. Combine multiple kits into 1 superkit
1 If you have tested at multiple companies, you can combine these kits
into one Superkit to iprove your GEDmatch results.
1 How to Create a DNA Supé for DNA Test ResultA Segment of DNA

10. Clusters, Single Kit input, Basic Version
9 Clustering is a method of looking at how we are related to several
matches and how they are related to each other.
1 You guessed it, anothefndy Lee video GEDmatch Tutorial: Cluster
Yair DNA Matches with Genesis
11.Find common acestors (MRCA) from DNA matches
1 If you have a tree oGEDnatch then thiautility searches the closest
DNA matches with GEDCOM trees and compares the GEDCOM tree's
one-by-one with the primary kit GEDCOM tré@ne video can be
located here.
1 Thistool doesrit work for me. Maybei tbécause my tree is not from
the USAthat | have yet to get a match with othertrees.

Other resourcesabout GEDnatchinclude

9 LouiseCGoakleys Geniel blodTips for Using GEDmatch
1 Andamore indepth blog fromGenealogicaMusings titleddnally! A Gedmatch
Admixture Guide!
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https://www.youtube.com/watch?v=ceYGv6RNfDE
https://www.youtube.com/watch?v=ceYGv6RNfDE
https://www.youtube.com/watch?v=cRkDZT0jYK0
https://www.youtube.com/watch?v=WzNNPB0C9lU&feature=youtu.be
https://www.youtube.com/watch?v=WzNNPB0C9lU&feature=youtu.be
https://www.youtube.com/watch?v=x7IvKZk0VuI
https://www.youtube.com/watch?v=IJmAHNSODuw
https://www.youtube.com/watch?v=lTboZ5q10Nk&feature=youtu.be
https://www.youtube.com/watch?v=lTboZ5q10Nk&feature=youtu.be
https://www.youtube.com/watch?v=NTHq2N7bing&feature=youtu.be
https://genie1.com.au/tips-for-using-gedmatch/?fbclid=IwAR1GoKrWKmBcbSA_KE7B3C_z9Lyo6kfUa8Q-zXejtICqDHLLpifcG_Rl0wA
https://genealogical-musings.blogspot.com/2017/04/finally-gedmatch-admixture-guide.html?fbclid=IwAR3skRlFqQgytnHeu-UArdK_BMheryJYUlOPsLUudlJhehwF1fviquzZdYI
https://genealogical-musings.blogspot.com/2017/04/finally-gedmatch-admixture-guide.html?fbclid=IwAR3skRlFqQgytnHeu-UArdK_BMheryJYUlOPsLUudlJhehwF1fviquzZdYI
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1 ArecentGenomelinkblog byTomohiro Takanocalled How To Use GEDnatch?
Is itsafe Beginner's Guide.

1 How to use GEDmatchThe Complete Tutorial to Finding RelatitagaNikki
Teran

1 Wikipedia GEDnatch
1 FamilyTreen-line magazine- DNAQ&A GEDnatchby DiahanSouthard.

And Finally:

Do n’ tt, iffyaurfirgl something of interest then let the rest of us know too, either by
sending me armail, bringing it up at the next meeting or posting it onto dtacebook
page If you want us to discuss a particular DNA subject let me know and we can chat
about it at one of our future meetings.

Next Meeting Monday23™ Novemberfrom 1pm—3pm on Zoom. See you there.

Stay safe
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https://blog.genomelink.io/posts/how-to-use-gedmatch#:~:text=What%20Is%20GEDmatch%3F,the%20faint%2Dof%2Dheart!
https://blog.genomelink.io/posts/how-to-use-gedmatch#:~:text=What%20Is%20GEDmatch%3F,the%20faint%2Dof%2Dheart!
https://blog.nebula.org/gedmatch-tutorial/
https://en.wikipedia.org/wiki/GEDmatch
https://www.familytreemagazine.com/dna/dna-qa-gedmatch/
mailto:ken@winhunter.com
https://www.facebook.com/groups/242175172819966/?ref=bookmarks
https://www.facebook.com/groups/242175172819966/?ref=bookmarks

